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FIG. 7A 



Italic : start codon ATG 
Bold : His-tag 

Underlined : DNA sequence different to ACTwt sequence 
Underlined and grey : DNA sequence encoding RSL mutation. 

DNA Sequence ACT variants ; MP 820 

SEQ ID N°1 

ArGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 

ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 

GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC 

TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 

CAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTGAGGCAGAAATTCACCAGAG 

CTTCCAGCAGCTCCTGCGCACCCTCAATCTIGTCCAGCGATGAGCTGCAGCTGAGTATGGGAAAT 

GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGQAGGATGCCAAGAGGCTGT 

ATGGCTCCGAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 

CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 

ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCCTTTGACCCCCAAG 

ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 

GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 

TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAQACAAGATGGAGGAAGTGGAAG 

CCATGCTGCTCCCAGAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 

GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 

GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCTAG 

CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTTGAGGAGGGCACAGAAGCATCTGC 

TGCCACCGCGGTCAAAATCACCCTCCG'TTCT£GAGCAGTGGAGACGCGTACCATTGTGCGTTTC 

AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA 

Protein Sequence ACT variants : MD 820 

SEQ ID N°2 

JtfRGSHHHHHHSRHPNSPLDEENLTQENQDRGTHVDLGLASANVDFAPSLYKQLVLKAPDKNVIF 
SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSFQHLLRTLNQSSDELQLSMGN 
AMFVKEQLSLLDRPTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT 
MMVLVNYIFFKAKWEMPFDPQDTHQSRFYLSKKKWVMVPmSLH^^ 

YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKPSISRDYNLNDILLQL 

GIEEAFTSKADLSGITGARNLAVSQWHKAVLDVFEEGTEASAATAVKITLfelsiRAVETRTIVRF 
NRPFLMIIVPTDTQNIFPMSKVTNPKQA* ^ ' — '' 
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FIG. 7B 



Italic : start codon ATG 
Bold : His-tag 

Underlined : DNA sequence different to ACTwt sequence 
Underlined and grey : DNA sequ«ice encoding RSL mutation. 

DNA Sequence ACT variant : MP 62 

SEQ ID N°3 

ArGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 

ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 

GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCT.TC 

TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 

CAQAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTGAGGCAGAAATTCACCAGAG 

CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATGAGCTGCAGCTGAGTATGGGAAAT 

GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGGAGGATGCCAAGAGGCTGT 

ATGGCTCCGAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 

CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 

ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCCTTTGACCCCCAAG 

ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 

GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 

TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAG 

CCATGCTGCTCCCAGAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 

GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 

GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCTAG 

CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTTGAGGAGGGCACAGAAGCATCTGC 

TGCCACCGCGGTCAAAATCACC AGGAGG TC TATC<3AT: GTGGAGACGCGTACCATTGTGCGTTTC 

AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA 

Protein Sequence ACT variant : MD 62 

SEQ ID N°4 

MRGSHHHHHHSRHPNS PLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVI P 

SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSFQHLLRTLNQSSDELQLSMGN 

AMPVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKIjINDYVKNGTRGKI TDLI KDLDSQT 

MMVLVNYI FFKAKWEMPFDPQDTHQSRFYLS KKKWVMVPMMSLHHLTI PYFRDEELSCT^ 

YTGNASALFI LPDQDKMEEVEAMLLPETLKRWRDSIiEFRE I GELYLPKFS I SRDYNLNDI LLQL 

GIEEAFTSKADLSGITGARNIAVSQVVHKAVLDVFEEGTEASAATAVKITRRS|IE(VETRTIVRF 
NRPPLMI I VPTDTQNI PFMSKVTNPKQA* ' 
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FIG. 7C 



Italic : start codon ATG 
Bold : ffis-tag 

Underlined : DNA sequence different to ACTwt sequence 
Underlined and grey : DNA sequence encoding RSL mutation. 

DNA Sequence ACT variant : MP 83 

SEQ ID N°5 



ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 
ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 
GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC 
TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 
CAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTGAGGCAGAAATTCACCAGAG 
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATGAGCT6CAGCTGAGTATGGGAAAT 
GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGGAGGATGCCAAGAGGCTGT 
ATGGCTCCGAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 
CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 
ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCCTTTGACCCCCAAG 
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 
GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 
TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAG 
CCATGCTGCTCCCAGAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 
GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 
GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCTAG 
CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTTGAGGAGGGCACAGAAGCATCTGC 
TGCCACCGCGGTCAAAATa VGGGGGT^GA TCTGAGTTAGTGGAGACGCGTAnrATTGTnraTTTr 

AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA 

Protein Sequence ACT variant : MP 83 

SEQ ID N^e 

MRGSHHHHHHSRHPNS PLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVI F 

SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSFQHLLRTLNQSSDELQLSMGN 

AMFVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT 

MMVLVNYIFFKAKWEMPFDPQDTHQSRFYLSKKKWVlWPiynyiSLHHLTIPYFRDEELSCT^ 

YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKFSISRDYNLNDILLQL 

GIEEAFTSKADLSGITGARNIAVSQVVHKAVLDVFEEGTEASAATAVKliRGRlsiE-LVETRTIVRF 
NRPFLMIIVPTDTQNIFFMSKVTNPKQA* ' ^ 
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FIG. 7D 



Italic : start codon ATG 
Bold : His-tag 

Underlined : DNA sequence different to ACTwt sequence 
Underlined and grey : DNA sequence encoding RSL mutation. 

DNA Sequence ACT variant : MP 67 

SEQ ID N"? 

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 

ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 

GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC 

TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 

CAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTGAGGCAGAAATTCACCAGAG 

CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATGAGCTGCAGCTGAGTATGGGAAAT 

GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGGAGGATGCCAAGAGGCTGT 

ATGGCTCCGAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 

CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 

ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCCTTTGACCCCCAAG 

ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 

GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 

TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAG 

CCATGCTGCTCCCAGAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 

GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 

GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCTAG 

CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTTGAGGAGGGCACAGAAGCATCTGC 

TGCCACCGCGGTCAAAATCAAgCTTAGAAC^CATTAGTGGAGACGCGTACCATTGTGCGTTTC 

AACAGGCCCTTCCTGATQATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA 

Protein Sequence ACT variant: MD fi7 

SEQ ID N°8 

MRGSHHHHHHSRHPNSPLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVIP 

SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSFQHLLRTLNQSSDELQLSMGN 

AMFVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT 

MMVLVNYIFFKAKWEMPFDPQDTHQSRPYLSKKKWV^WP^©^SLHHLTIPYFRDEELSCT^ 

YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKFSISRDYNLNDILLQL 

GIEEAFTSKADLSGITGARNLAVSQVVHKAVLDVFEEGTEASAATAVKIildLRTfiLVETRTIVRP 
NRPFLMIIVPTDTQNIFFMSKVTNPKQA* ' 
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FIG. 7E 

Italic : start codon ATG 
Bold : His-tag 

Underlined : DNA sequence differeat to ACTwt sequence 
Underlined and grey : DNA sequence encoding RSL mutation. 

DNA Sequence ACT variant : MP 61 

SEQ ID N'Q 

ArGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 
ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 
GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC 
TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 
CAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTGAGGCAGAAATTCACCAGAG 
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCQATGAGCTGCAGCTGAGTATGGGAAAT 
GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGGAGGATGCCAAGAGGCTGT 
ATGGCTCCGAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 
CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 
ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCCTTTGACCCCCAAG 
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 
GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 

CCATGCTGCTCCCAGAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 

GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 

GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCTAG 

CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTTGAGGAGGGCACAGAAGCATCTGC 

TGCCACCGCGGTCAAAATC ATGACAAGA TCTAACGp^GTGGAfiAPnpnTapnaT^T^r.TqCGTTTC 

AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA «.iv^^.»f4A*iv:r 

Protein Sequence ACT variant : MP 61 

SEQ ID N°1Q 

MRGSHHHHHHSRHPNSPLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVIF 
fiS^fifJf^^^^^^^'^'^^'^^^^^^^^^^^TSEAEIHQSFQHLLRTmQSSDE 

AMFVKEQLSLLDRFTEDAKRLYGSEAPATDPQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT 
MMA^VNYIFFKAKWEMPFDPQDTHQSRFYLSKK^^ 

YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKFSISRDYNLNDILLQL 
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FIG. 7F 



Italic : start codon ATG 
Bold : His-tag 

Underlined : DNA sequence different to ACTwt sequence 
Underlined and grey : DNA sequence encoding RSL mutation. 

DNA Sequence ACT variants : MP 518 

SEQ ID N^H 

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 
ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 
GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC 
TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 
CAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTGAGGCAGAAATTCACCAGAG 
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATGAGCTGCAGCTGAGTATGGGAAAT 
GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGGAGGATGCCAAGAGGCTGT 
ATGGCTCCGAGGCCTTTGCCACTQACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 
CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 
ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGQAGATGCCCTTTGACCCCCAAG 
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 
GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 
TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAG 
CCATGCTGCTCCCAGAGACCCTGAAGC6GTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 
GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 
GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCTAG 
CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTTGAGGAGGGCACAGAAGCATCTGC 
TGCCACCGCGGTCAAAATCACCGAGQGTGTCTCGGGCGTGGAGACGC 

AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA 

Protein Sequence ACT variants: MD 518 

SEQ ID N''12 

An^GSHHHHHHSRHPNSPLDEE]^TQENQDRGTHVDLG]^SANVDFAFSLYKQLVLKAPDKNVIF 

SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSFQHLLRTLNQSSDELQLSMGN 

AMFVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT 

^#IVLVNYIFFKAKWEMPFDPQDTHQSRFYLSK3acWVMVPMMSLHHLTIPYFRDEELSCTWELK 

YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREI6ELYLPKPSISRDYNLNDILLQL 

GIEEAFTSKADLSGITGARNLAVSQVVHKAVLDVFEEGTEASAATAVKIlfe'RVSE^^ 

NRPFLMIIVPTDTQNIFFMSKVTNPKQA* ' 
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FIG. 7G 



Italic : start codon ATG 
Bold : His-tag 

Underlined : DNA sequence different to ACTwt sequence 
Underlined and grey : DNA sequence encoding RSL mutation. 

DNA Sequence ACT variants : MDCi 

SEQ ID 

ATGfAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA 

ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGT 

GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC 

TCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAATACCACCCTGA 

CAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCTG^GGCAGAAATTCACCAGAG 

CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATGAGCTGCAGCTGAGTATGGGAAAT 

GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGGACAGGTTCACGGAGGATGCCAAGAGGCTGT 

ATGGCTCCGAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA 

CTACGTGAAGAATGGAACTAGGGGGAAAATCACAGATCTGATCAAGGACCTTGACTCGCAGACA 

ATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCCTTTGACCCCCAAG 

ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGGTAATGGTGCCCATGATGAGTTT 

GCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAG 

TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAG 

CCATGCTGCTCCCAGAGACCCTQAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGA 

GCTCTACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCCAGCTG 

GGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGQAACCTAG 

CAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATTT6AGGAGGGCACAGAAGCATCTGC 

TGCCACCGCGGTCAAAATCACCTTTA^TCTGCATTAGTGGAGACGCGTACCATTGTGCGTTTC 

AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG 
TCACCAATCCCAAGCAAGCCTAA 



Protein Sequence ACT variants: MP CI 

SEQ ID N°14 

MlGSHHHHHHSRHPNSPLDEENLTQENQDRGTHVDLGIiASAlirVDFAPSLYKQLVLKAPDKNVIP 
SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSPQHLLRTLNQSSDELQLSMGN 
AMFVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT 
MMVLVNYIFFKAKWEMPFDPQDTHQSRFYLSKKKWVMVPMMSLHHLTIPYFR^^ 

ytgnasalfilpdqdkmeeveamllpetlkrwrdslefreigelylpkpsisrdynlndillql 

gieeaftskadlsgitgarnlavsqvvhkavldvfeegteasaatavki;tprsa!lvetrtivrf 
nrpflmiivptdtqniffmskvtnpkqa* ' ' 
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FIG. 8 
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FIG. 10 B 
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